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Input Set: 



Output Set: 



Started: 2008-05-05 17:01:41.676 

Finished: 2 008-05-05 17:02:05.718 

Elapsed: 0 hr(s) 0 min(s) 24 sec(s) 42 ms 

Total Warnings: 2 5 

Total Errors: 2 5 

No. of SeqIDs Defined: 2 5 

Actual SeqID Count: 2 5 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (1) 

E 257 Invalid sequence data feature in <221> in SEQ ID (1) 

W 213 Artificial or Unknown found in <213> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

W 213 Artificial or Unknown found in <213> in SEQ ID (3) 

E 257 Invalid sequence data feature in <221> in SEQ ID (3) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

E 257 Invalid sequence data feature in <221> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 

E 257 Invalid sequence data feature in <221> in SEQ ID (5) 

W 213 Artificial or Unknown found in <213> in SEQ ID (6) 

E 257 Invalid sequence data feature in <221> in SEQ ID (6) 

W 213 Artificial or Unknown found in <213> in SEQ ID (7) 

E 257 Invalid sequence data feature in <221> in SEQ ID (7) 

W 213 Artificial or Unknown found in <213> in SEQ ID (8) 

E 257 Invalid sequence data feature in <221> in SEQ ID (8) 

E 257 Invalid sequence data feature in <221> in SEQ ID (8) 

W 213 Artificial or Unknown found in <213> in SEQ ID (9) 

E 257 Invalid sequence data feature in <221> in SEQ ID (9) 

W 213 Artificial or Unknown found in <213> in SEQ ID (10) 



Input Set: 



Output Set: 



Started: 2008-05-05 17:01:41.676 

Finished: 2 008-05-05 17:02:05.718 

Elapsed: 0 hr(s) 0 min(s) 24 sec(s) 42 ms 

Total Warnings: 2 5 

Total Errors: 2 5 

No. of SeqIDs Defined: 2 5 

Actual SeqID Count: 2 5 

Error code Error Description 

E 257 Invalid sequence data feature in <221> in SEQ ID (10) 

W 213 Artificial or Unknown found in <213> in SEQ ID (11) 

E 257 Invalid sequence data feature in <221> in SEQ ID (11) 

W 213 Artificial or Unknown found in <213> in SEQ ID (12) 

E 257 Invalid sequence data feature in <221> in SEQ ID (12) 

W 213 Artificial or Unknown found in <213> in SEQ ID (13) 

E 257 Invalid sequence data feature in <221> in SEQ ID (13) 

W 213 Artificial or Unknown found in <213> in SEQ ID (14) 

E 257 Invalid sequence data feature in <221> in SEQ ID (14) 

W 213 Artificial or Unknown found in <213> in SEQ ID (15) 

E 257 Invalid sequence data feature in <221> in SEQ ID (15) 

W 213 Artificial or Unknown found in <213> in SEQ ID (16) 

E 257 Invalid sequence data feature in <221> in SEQ ID (16) 

W 213 Artificial or Unknown found in <213> in SEQ ID (17) 

E 257 Invalid sequence data feature in <221> in SEQ ID (17) 

W 213 Artificial or Unknown found in <213> in SEQ ID (18) 

E 257 Invalid sequence data feature in <221> in SEQ ID (18) 

W 213 Artificial or Unknown found in <213> in SEQ ID (19) 

E 257 Invalid sequence data feature in <221> in SEQ ID (19) 

This error has occured more than 20 times, will not be displayed 

W 213 Artificial or Unknown found in <213> in SEQ ID (20) 

This error has occured more than 20 times, will not be displayed 
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12 
PRT 

Artificial Sequence 



Template-fixed pept idomimet ic 



MI SC_FEATURE 
(3) . . (3) 
Xaa = 2-Nal 



DISULFID 
(4) . . (11) 



MI SC_FEATURE 
(7) . . (7) 
Xaa = D-Lys 



MI SC_FEATURE 
(10) . . (10) 
Xaa = Cit 



<220> 

<221> MOD_RES 

<222> (12) . . (12) 

<22 3> AM I DAT I ON 

<400> 1 

Arg Arg Xaa Cys Tyr Arg Xaa Pro Tyr Xaa Cys Arg 
15 10 



<210> 2 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (11) 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = D-Lys 

<220> 

<221> MI SC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (12) . . (12) 

<223> AM I DAT I ON 

<400> 2 

Arg Arg Xaa Cys Tyr Lys Xaa Pro Tyr Xaa Cys Arg 
15 10 



<210> 3 

<211> 12 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



Template-fixed pept idomimet ic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (11) 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = D-Lys 

<220> 

<221> MI SC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (12) . . (12) 

<223> AM I DAT I ON 

<400> 3 

Arg Arg Xaa Cys Tyr Lys Xaa Pro Arg Xaa Cys Arg 
15 10 



<210> 4 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (11) 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = D-Pro 

<220> 

<221> MOD_RES 



<222> (12) . . (12) 
<223> AM I DAT I ON 



<400> 4 

Arg Arg Xaa Cys Tyr Lys Xaa Pro Tyr Arg Cys Arg 
15 10 



<210> 5 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (11) 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = D-Pro 

<220> 

<221> MOD_RES 

<222> (12) . . (12) 

<223> AM I DAT I ON 

<400> 5 

Arg Arg Xaa Cys Tyr Arg Xaa Pro Tyr Arg Cys Arg 
15 10 



<210> 6 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 



<220> 

<221> DISULFID 

<222> (4) . . (11) 

<220> 

<221> MI SC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (12) . . (12) 

<2 2 3> AMI DAT ION 

<400> 6 

Arg Arg Xaa Cys Tyr Arg Lys Pro Tyr Xaa Cys Arg 
15 10 



<210> 7 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 



<400> 7 



Arg Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 8 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> ACETY L AT I ON 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 8 

Arg Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 



9 



<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = iPrArg 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 9 

Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 10 

<211> 14 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



Template-fixed pept idomimet ic 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(1) - - (1) 
Xaa = D-Arg 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(3) . . (3) 
Xaa = 2-Nal 



<220> 
<221> 
<222> 



DISULFID 
(4) . . (13) 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(6) . . (6) 
Xaa = Cit 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(8) . . (8) 
Xaa = D-Pro 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(12) . . (12) 
Xaa = Cit 



<220> 
<221> 
<222> 
<223> 



MOD_RES 
(14) . . (14) 
AM I DAT I ON 



<400> 10 

Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 11 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 



<220> 
<221> 
<222> 



DISULFID 
(4) . . (13) 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(6) . . (6) 
Xaa = Cit 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 11 

Arg Arg Trp Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 12 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = F (pNH2) 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 



<222> (14) . . (14) 
<223> AM I DAT I ON 

<400> 12 

Arg Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 13 

<211> 14 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Template -fixed pept idomimet ic 



<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = W(6-Cl) 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<22 3> AM I DAT I ON 

<400> 13 

Arg Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 14 

<211> 14 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



Template-fixed pept idomimet ic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = (EA) G 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 14 

Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 15 

<211> 14 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Template-fixed peptidomimet ic 



<220> 

<221> MI SC_FEATURE 
<222> (1) . . (1) 



<223> Xaa = (PrA)G 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 15 

Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 16 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = (BA) G 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 



<220> 



<221> DISULFID 

<222> (4) . . (13) 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 16 

Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 17 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template -fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = (EGU)G 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 17 

Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 18 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = (PrGU) G 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<22 3> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 



<223> Xaa = Cit 



<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 18 

Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 19 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = (BGU)G 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 19 



Xaa Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 20 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<400> 20 

Arg Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 21 

<211> 13 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 



<220> 

<221> DISULFID 
<222> (4) . . (13) 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 
<222> (8) . . (8) 
<223> Xaa = 

(2S, 6S, 9S) -6-Amino-2-carboxymethyl-3, 8 -diazabicyclo- [4,3,0] -nonan 
e-1, 4-dione 

<220> 

<221> MI SC_FEATURE 
<222> (11) . . (11) 
<223> Xaa = Cit 

<220> 

<221> MOD_RES 
<222> (13) . . (13) 

<223> AM I DAT I ON 

<400> 21 

Arg Arg Xaa Cys Tyr Xaa Lys Xaa Tyr Arg Xaa Cys Arg 
15 10 



<210> 22 

<211> 13 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template -fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 



<220> 



<221> MI SC_FEATURE 

<222> (8) . . (8) 

<22 3> Xaa = AMPA 

<220> 

<221> MI SC_FEATURE 

<222> (11) . . (11) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (13) . . (13) 

<223> AM I DAT I ON 

<400> 22 

Arg Arg Xaa Cys Tyr Xaa Lys Xaa Tyr Arg Xaa Cys Arg 
15 10 



<210> 23 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = D-Pro 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 



<400> 23 



Arg Arg Xaa Cys Tyr Xaa Lys Pro Xaa Tyr Arg Xaa Cys Arg 
15 10 



<210> 24 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 24 

Arg Arg Xaa Cys Tyr Xaa Lys Pro Pro Tyr Arg Xaa Cys Arg 
15 10 



<210> 25 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Template-fixed pept idomimet ic 

<220> 

<221> MI SC_FEATURE 



<222> (3) . . (3) 

<223> Xaa = 2-Nal 

<220> 

<221> DISULFID 

<222> (4) . . (13) 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Cit 

<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = D-Pic 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = Cit 

<220> 

<221> MOD_RES 

<222> (14) . . (14) 

<223> AM I DAT I ON 

<400> 25 



Arg Arg Xaa Cys Tyr Xaa Lys Xaa Pro Tyr Arg Xaa Cys Arg 
15 10 



